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Cedric Notredame
CPU TI VE: 124 sec.
SCCRE=16

*

BAD AvG GO0B

*

Pan_troglo : 21
Gal l us_gal : 11
Danio_reri : 11
Rattus_nor : 17
Mus_muscul : 17
Drosophila = 7
Homo_sapi e : 22
cons : 16
Pan_troglo 1
Gal l us_gal 1
Dani o_reri 1
Rattus_nor 1
Mus _rmuscul 1
Drosophil a 1
Homo_sapi e 1
cons 1
Pan_troglo 32
Gal l us_gal 21
Dani o_reri 39
Rattus_nor 29
Mus _muscul 17
Drosophil a 3
Homo_sapi e 28
cons 49
Pan_troglo 58
Gal |l us_gal 37
Dani o_reri 87
Rattus_nor 29
Mus _rmuscul 17
Drosophil a 9
Homo_sapi e 54
cons 97
Pan_troglo 100
Gal |l us_gal 82
Danio_reri 129
Rattus_nor 69
Mus _rmuscul 57
Drosophil a 36
Homo_sapi e 96
cons 145

------- GCCEEEETTCG- - - - - - - - - GCGGAAGCGGCCTCAAC- AAG
------- GCTC- - e mmmmmee e o - CGA- - - [BAAC- AAT
- GIACAACCAAACACACAG - GGAA
CTTIEATTGTTCECGTGCG- - - - - - - - - ceeGecABl- - - ------ - -
------------ CGTGCG---------GC e
------- GCT----f8CG- - - - - - - - - GCGGAAGCGGCCTCAAC- AAG
G----GAAA- - - - CTTT--------- ATTGTTCCCGT- - - - - GEEGCR
G------ - - CTCT------=--Cmnn-- GT----- - -
GACC CTT TACATACAT TTAA
GA-- - - - - G CTG - oo
G----GAAA- - - - CTTT--------- BrreTTdEBGT- - - - - GEEGCR
GTEGAG- - - - - - BATGTCGGTGAATTACGCGGCEGGEECTGTCGCCETA
- - - ACGGGCIEAT GGCGGTGAATTACGCGGCCGGGCTCTCGCCCTA
ATEAGT- - - - - - CATGTCGGTGAATTACGCCGCAGGACTGTCTCCATA

- ----- GATGTCGGTGAATTATGCAGCAGGGT TGTCGCCATA
-l ----- GATGTCGGTGAATTATGCAGCAGGGTTGTCGCCTTA
o AACTACGCGGATGGATTGTCABCCTA
GTCGAG- - - - - - GATGTCGGTGAATTACGCGGCGGGGCTGTCGCCGTA

CGCGGACAAGGGCAAGTGCGGCCTCCCGGAGATCTTCGACCCCCCGGA
CTCGGATAAGGGCAAGTGCGGCCTCCCCGAGATTTTCGATCCACCIGA
CGCGGATAAAGGTATCTGCGGTCTGCCGGAGACATTCGAC A
CGCGGATAAGGGCAAGTGCGGGCTGCCCGAGATATTCGACCCACCAGA
CGCGGATAAGGGCAAGTGCGGGCTGCCCGAGATCTTCGACCCACCAGA

CEACAACAAGGGAATTTTGGGAGEACCAGAGAGT TTCGACAGCEATEA

CGCGGACAAGGGCAAGTGCGGCCTCCCGGAGATCTTCGACCCCCCGGA

* * * % * % * * * % * % * k % % * k * * % * %

31
20
38
28
16

27

48

57
36
86
28
16

53

96

99
81
128
68
56
35
95

144

147
129
176
116
104

83
143

192
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148
130
177
117
105

84
144

193

195
177
224
164
152
131
191

241

241
223
270
210
198
177
237

289

289
271
318
258
246
225
285

337

337
319
366
306
294
273
333

385

GGAGCT GGAGCGGAAGGT GT G- GGAACT GGCGAGGCT GGTCTGGCAGT
AGAGCTGGAGAGGAAGGTGTG- TGAGCTGG T
GGAGCTGAAGACTAAAGTGEA- GAETCTGGC T

GGAGCT GGAATGCAAGGT GT G- GGAGCT GGCGCGGCT GATGT GGCAGT
GGAGCT GGAACGCAAGGT GT G- GGAGCT GGCCCGGCTAATGT GGCAGT

- [CGAAAAGT GEEAGGAATTG

GGAGCTGGAGCGGAAGGTGT G- GGAACTGGCGAGGCTGGTCTGGCAGT

* k* % % * *

CTTCCA- - ATGTGGTGTTCCACACGGGT GCCGGCATCAGCACTGCCTC
CTCCA- - ATGTGGTGTTCCATACAGGGGCT GGCATCAGCACCGCCTC

- -[AGTIACATEETGGTTCATE CAGGAGCT GGAATCAGTACGTCTAC
CCTCCA- - CTGTGGTTTTCCACACCGGCGCAGGCATCAGCACCGCCTC
CCTCCA- - GCGTGGTTTTCCACACGGGCGCCGGCATCAGCACCGCCTC
[EEEEAC- - ACETTETCCTCCACACGGGAGCTGGGATCAGTACGTCTGC
CTTCCA- - GTGTGGTGTTCCACACGGGT GCCGGCATCAGCACTGCCTC

* * * % * * % * * % * % * % * % *k * % * % * *

TGGCATTCCCGACTTCAGGGGT CCCCACGGAGT CTGGACCAT GGAGGA
GGGGATTCCTGACTTCAGGGGEEETAATGGTGTCTGGACTATGGAAGA
AGGCATACCCGACTTCAGAGGT CCTAATGGTGT GT GGACGATGGAAGA
CGGCATCCCCGACTTCAGGGGCCCCCATGGCGT GTGGACCATGGAGGA
TGGCATCCCCGACTTCAGAGGCCCCCATGGCGT GTGGACCAT GGAGGA
AGGAATTCCGGATTTCCGEEEACECAAGGGCGTT TGGACCCT GGAGGA
TGGCATCCCCGACTTCAGGGGT CCCCACGGAGT CTGGACCAT GGAGGA

* % * % * % * % * *x % * * % * % * * % * % * % %k * % * % % % * %

GCGAGGTCTGGCCCCCAAGTTCGACACCACCTTTGAGAGCGCGCGGCC
GAAGG CCCCCAAATTTGACACCACCTTTGAGAACGCCAGGCC
GAGAGGEG CCACACTTTAACACCACGTTTGAGGACGCTCGACC
ACGAGGCCTCGCCCCCAAGTTTGACATCACCTTTGAGAATGCCCGGCC
ACGCGGCCTGGCCCCCAAGTTTGACACCACCTTCGAGAATGCTCGGCC

GCCAGACC
GCGAGGTCTGGCCCCCAAGTTCGACACCACCTTTGAGAGCGCGCGGCC

CACGCAGACCCATATGGCGCTGGTGCAGCTG- - - GAGCGCGTGGGCCT

CCAAGACTCACATGG --- GGCAT
C CACATGG TG- - - GACA
CTCGAAGACCCACATGGCCCTTGTTCAGCTG- - - GAACGCATGGGCTT
CTCGAAGACCCACATGGCCCTGGTTCAGCTA- - - GAACGCATGGGCTT

AACTAAAACCCACAT GGCTATCATAGCCCT GATTGAAAG- - TGG- CTA

CACGCAGACCCACATGGCGCTGGTGCAGCTG- - - GAGCGCGTGGGCCT

* % * % * % k % % * * * * * *

194
176
223
163
151
130
190

240

240
222
269
209
197
176
236

288

288
270
317
257
245
224
284

336

336
318
365
305
293
272
332

384

381
363
410
350
338
317
377

432
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382
364
411
351
339
318
378

433

430
412
459
399
387
366
426

481

478
460
507
447
435
414
474

529

525
507
554
494
482
461
521

577

573
555
602
542
530
494
569

625

CCTCCGCTTCCTGGTCAGCCAGAACGTGGACGGGCTCCATGTGCGCTC

TTCCTGGTCAGCCAGAACGTGGATGGCCTTCATGTGCGCTC
CCTC TACCTCATCAGCCAAAACGTCGATGGCCTTCACGTACGCTC
CCTCAGCTTCCTGGTCAGCCAGAATGTAGACGGGCTACATGTGCGCTC
CCTCAGCTTCCTGGTCAGCCAGAACGTAGACGGGCTGCACGTGCGCTC

TGTGCAGT ACGTAATCT CACAGAATATTGATGGT CT CCACTTGAAATE

CCTCCGCTTCCTGGTCAGCCAGAACGT GGACGGGCTCCATGTGCGCTC

AGGCTTCCCCAGGGACAAACTGGCAGAGCTTCACGGGAACATGTTTGT
AGGATT CAAGTTGGCTGAGCTCCACGGGAACATGTTTGT
TGGCTTCCCCAGGG TGTCGGAGCTGCATGGGAACATGTTTGT
GGGCTTCCCCAGGGACAAGCTGGCCGAGCTGCACGGAAACATGTTTGT
GGGCTTCCCCAGGGACAAGCTGGCAGAGCTGCACGGAAACATGTTTGT

CGGACT GGATCGGAAGTATCTTTCCGAATT GCACGGCAACATTTACAT

AGGCTTCCCCAGGGACAAACTGGCAGAGCTCCACGGGAACATGTTTGT

* % * * % * * * * % * * % * % * % k % % * *

GGAAGAATGTGCCAAGTGTAAGAC- GCAGTACGTCCGGGACACAGTCG
GGAGGA AATGT - GCAGTACGT G
TGAAGAATGT GAGAAGTGT - GCAATACGTICGGGACACGGTGG
AGAGCGAGTGCCCCAAGTGTAAGAC- GCAGTACGTGAGAGACACGGTCG
AGAGGAATGT CCCAAGTGTAAGAC- GCAGTACGTCAGAGACACGGTTG

GGAAGAATGTGCCAAGTGTAAGAC- GCAGTACGTCCGAGACACAGTCG

TGGGCACCATGGGCCT GAAGGCCACGGGCCGGCT CTGCACCGTGGCTA
TGGGCAGCATGGGET TGAAGC
TIEEEAGTIEATGGGACTGAAGC
TGGGTACCATGGGCCT CAAGGCCACTGGCCGGCTCTGCACCGT GGCCA
TGGGCACCATGGGCCT CAAGGCCACAGGCCGGCT CTGCACCGT GGCCA

TGGGCACCATGGGCCTGAAGGCCACGGGCCGGCTCTGCACCGTGGCTA

* * * k % % * % * *I* * * % % I

AGGCAAGGGGGCTGCGAGCCT GCAGGGGAGAGCTGAGG- - - - - - - - - -
GCCTGCAGAGGGAAGCTAAGA- - - - - - - = - -

GGACTACGAT CCTGCAGAGGGAAGCTGATG- - - - - - - - - -
AGGCGAGGGGACTTCGGGCCTGTAGAGGGGAGCTGAGA- - - - - - - - - -
AGACCAGGGGACTTCGGGCCTGTAGAGGGGAGCTGAGA- - - - - - - - - -

---------- CCTGCAAGTCTTCAATCGATAGCAAAGE | GE T ACC G

AGGCAAGGGGGCTGCGAGCCTGCAGGGGAGAGCTGAGG- - - - - - - - - -

429
411
458
398
386
365
425

480

477
459
506
446
434
413
473

528

524
506
553
493
481
460
520

576

572
554
601
541
529
493
568

624

610
592
639
579
567
531
606

672
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673

641
623
670
610
598
580
637

721

688
670
717
657
645
627
684

769

736
718
765
705
693
675
732

817

784
766
813
753
741
723
780

865

------------------ GACACCATCCTCGACTGGGAGGACTCCCTG
------------------ ACACTATTCTGGACTGGGARGATTECETE

CTATATTGGACTGGGAGGACTCTCTG
------------------ GACACCATTCTGGACTGGGAGGATGCGTTG
------------------ GACACCATTCTGGACTGGGAGGACTCGTTG

AGATCGGGAATCCTATACECATAACETTETEEACT GGGA

------------------ GACACCATCCTAGACTGGGAGGACTCCCTG

* * * *k k k¥ k k¥ *x % * *

CCCGACCGGGACCTGGCACTCGCCGATGAGGC- CAGCAGGAACGCCGA

CCTGACCGTGACCT A - GCTGA
CCCGACAGAGACCTGA AGCTGATGA - GCTGI
CCTGACCGGGACCTAACGCTCGCTGATGAGGC- CAGCAGGACIGCAGA
CCTGACCGGGACCTGATGCTCGCTGAT GAGGC- CAGCAGGACCGCAGA

CCCGACCGGGACCTGGCACTCGCCGATGAGGC- CAGCAGGAACGCCGA

* * *k k % * * * * % * % * % * % * %

CCTGTCCATCACGCTGGGTACATCGCTGCAGATCCGGCCCAGCGGGAA

T T CTGGGAACCTCTCTGCAGATCAAACCCA A

T CTEEGGACGTCTCTTCAGATTAAACCCAGCGGAGA
CCTGTCTGTCACCCTGGGTACCTCACTGCAGAT CCGCCCCAGCGGGAA
CCTGTCTGTCACCCTGGGTACCTCGCTGCAGAT CCGCCCCAGT GGGAA

CCTGTCCATCACGCTGGGTACATCGCTGCAGATCCGGCCCAGCGGGAA

* % %k * % * % k % % * % *

CCTGCCGCTGGCTACCAAGCGCCGGGGAGGCCGCCTGGTCATCGTCAA
G TGGTCATAGT CAA

GC GGAGGAAAACTGGTTATAGTTAA
CCTGCCCCTTGCCACTAAGCGCCGCGGAGGCCGTCTGGTCATTGTCAA
CCTGCCCCTTGCCACTAAGCGCCGAGGAGGCCGTCTGGTCATTGTCAA

TCATITGTAA
CCTGCCGCTGGCTACCAAGCGCCGGGGAGGCCGCCTGGTCATCGT CAA
* % * % * I * I * % * % * * % * % * %

CCTGCAGCCCACCAAGCACGACCGCCATGCTGACCTCCGCATCCATGG

CCTACAABGEAACCAAGCACGAC

CCTTCAGCCTACCAAACATGACA CTCACCTGCGT
CCTGCAACCCACAAAACATGACCGCCAGGCTGATCTGTGCATCCATGG
CCTGCAACCCACAAAACAT GACCGCCAGGCT GACCT GCGCATCCACGG

CCTGCAGCCCACCAAGCACGACCGCCATGCTGACCTCCGCATCCATGG

640
622
669
609
597
579
636

720

687
669
716
656
644
626
683

768

735
717
764
704
692
674
731

816

783
765
812
752
740
722
779

864

831
813
860
800
788
770
827

912
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832
814
861
801
789
771
828

913

880
862
909
849
837
819
876

961

927
904
935
896
884
826
923

1009

969
916
964
914
902
826
965

1057

1017
916
992
926
914
826

1013

1105

CTACGTTGACGAGGTCATGACCCGGCT CATGAAGCACCTGGGGCT GGA

fftac
TTACGT
CTACGTGGATGAGGTGATGTG
CTACGTGGATGAGGT GATGT

* k % % * * %

GATCCCCGCCTGGGA- CGGCCCCCGTGTGCTGGAGAGGGCGCTGCCAC

GATCCCCACCT GGGA- TGCTAGAGAAAGCCCTGCCAC
GATTCCAGCCTGGGA- GCTAGAGAAAGCCCTGCCAC

GATCCCCGCCTGGGA- CGGCCCCCGTGTGCTGGAGAGGGCGCTGCCAC

CCCTGCCCCGCCCGCCCACCCCCAAG- - - - - C- TGGAGCCCAAGGAGG
---------------- A » 0T B CIEEAGATION - BEAT
----------------------------- AGTAG-
----------------------------- AGTAE-
CCCTGCCCCGCCCGCCCACCCCCAAG- - - - - C- TGGAGCCCAAGGAGG

AATCTCCCACCCGGATCAACGGCTCTATCCCCGCCGGCCCCAAGCAGG

AATCTCCCACCCGGATCAACGGCTCTATCCCCGCCGGCCCCAAGCAGG

AGCCC TCTCAATGGTIEC- - ---Cf-------- -
AGCCC ATCTCAATGGT - - ATGTTTCGT

879
861
908
848
836
818
875

960

926
903
934
895
883
825
922

1008

968
915
963
913
901
825
964

1056

1016
915
991
925
913
825

1012

1104

1055
915
994
959
959
825

1051

1152
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1056
916
995
960
960
826

1052

1153

1104
916
995
998
998
826

1100

1201

1135

949
1004
1029
1029

826
1131

1249

1172

964
1008
1071
1071

826
1168

1297

1204

966
1013
1086
1102

826
1200

1345

CCAAACGGGAGCGGCCCACCAGCCCTGCCCCCCACAGACCCCCCAAAA

CAA- e C CCCTGTACCCCACA CCCAAAA
-BA--------- C CCCTATACTEECACA CCAAAA

CCAAACGGGAGCGGCCCACCAGCCCTGCCCCCCACAGACCCCCCAAAA
(€T GAAGGCCGAGGCGGTCCCCAGCTGACC
-- -IGAACAGCTCTACACATT ----- N -
GAGT- - - - s - e mememe e - GAGGCTGCCBCCAGCTGACC
GAGT- - - - s - e memem e e - GAAGACCGAGGCTGCCCCCAGCTGACC
(€] cTc] GAAGGCCAAGGCGGTCCCCAGCTGACC

TC
TCT

1103
915
994
997
997
825

1099

1200

1134

948
1003
1028
1028

825
1130

1248

1171

963
1007
1070
1070

825
1167

1296

1203

965
1012
1085
1101

825
1199

1344

1233
965
1030
1126
1144
825
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1244

970
1044
1157
1190

826
1240

1441

1271

995
1062
1205
1238

826
1267

1489

1307
1023
1086
1249
1281

826
1303

1537

1339
1035
1127
1289
1321

826
1335

1585

T

- CAGGGGCCTC

GTGTCCCTTG
GTGTCECTG

1270

994
1061
1204
1237

825
1266

1488

1306
1022
1085
1248
1280

825
1302

1536

1338
1034
1126
1288
1320

825
1334

1584

1358
1056
1157
1320
1356

825
1354

1632
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1359
1057
1158
1321
1357

826
1355

1633

1396
1083
1187
1365
1401

826
1392

1681

1429
1111
1194
1404
1440

827
1425

1729

1456
1143
1221
1444
1479

838
1452

1777

1467
1155
1248
1475
1512

848
1463

1825

CCACABC- - - - CCAGC- - CTCT- GA- - GITGC- TGTGTTGTCE- REAG

AGGAAGAGG
TGGAAGAGG

1395
1082
1186
1364
1400

825
1391

1680

1428
1110
1193
1403
1439

826
1424

1728

1455
1142
1220
1443
1478

837
1451

1776

1466
1154
1247
1474
1511

847
1462

1824

1477
1166
1286
1500
1549

850
1473
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1501
1168
1332
1539
1567

863
1497

1921

1538
1186
1355
1576
1598

896
1534

1969

1567
1213
1393
1607
1629

918
1563

2017

1607
1244
1427
1635
1660

945
1603

2065

CTGCA
CCCACCAG
CCCACCAG

CTTG- CAC- TGCCT- - TTGG

|- -[EF- -
CGT GG GTAC- T A

CTTT- CAC - -

CTTG- CAC- TGCCI- - TTGG

* Il B

------ CAGGCTTCTGGAAAAG
------ TACTT- - GAATCAT
TTAAATCAGGTTTICAAAAAAA
TT----CATTC.TTTAAAAAAA
TIC- - - - CATTCTTTTAAAAAAA

------ CAGGCTTCTGGAAAAG

TCCTCAATGCAATAAAAACAATTTCCTTCTTGC--I 1640

B- - - - BAAAAAAAAAAAAAAA- - - - - oo A 1261
AAAAAAAAAAAAAAAAAAAAA- - - - - - - - - oo - - A 1448
AAAAAAAAAAAAAAAAAAA- A- - - - - - - - - - - - AA 1656
AAAAAAAAAAAAAAAAAAAAA- - - - - - - - - - - - - AA 1682
------- TTATTAT- - -GA---------------- 954
TCCTCAATGCAATAAAAACAATTTCTTTCTTGCAAA 1638

2100

1537
1185
1354
1575
1597

895
1533

1968

1566
1212
1392
1606
1628

917
1562

2016

1606
1243
1426
1634
1659

944
1602

2064



