
T-COFFEE, Version_6.85Tue Sep 9 14:03:25 WEST 2008

Cedric Notredame 

CPU TIME:124 sec.

SCORE=16

*

 BAD AVG GOOD

*

Pan_troglo   :  21

Gallus_gal   :  11

Danio_reri   :  11

Rattus_nor   :  17

Mus_muscul   :  17

Drosophila   :   7

Homo_sapie   :  22

cons         :  16

Pan_troglo       1 -------GCCCCGCTTCG---------GCGGAAGCGGCCTCAAC-AAG   31 

Gallus_gal       1 -------GCTC----------------GCGGA-CCGA---CAAC-AAT   20 

Danio_reri       1 ---A------CACGTACAACCAAACACACAGAACCGAC-TAAACGGAA   38 

Rattus_nor       1 CTTTATTGTTCCCGTGCG---------GCGGCAGTGT-----------   28 

Mus_muscul       1 ------------CGTGCG---------GCAGCGCCGG-----------   16 

Drosophila       1 ----------------------------------------------AT    2 

Homo_sapie       1 -------GCT----TCCG---------GCGGAAGCGGCCTCAAC-AAG   27 

cons             1                                                    48 

Pan_troglo      32 G----GAAA----CTTT---------ATTGTTCCCGT-----GGGGCA   57 

Gallus_gal      21 G------AG----CTCT---------C------CGGT-----GGC--C   36 

Danio_reri      39 GACCACAAACTTGCTTTTACATACATATATTTACATTTTAACAAGGAA   86 

Rattus_nor      29 ------------------------------------------------   28 

Mus_muscul      17 ------------------------------------------------   16 

Drosophila       3 GA------G----CTG--------------------------------    8 

Homo_sapie      28 G----GAAA----CTTT---------ATTGTTCCCGT-----GGGGCA   53 

cons            49                                                    96 

Pan_troglo      58 GTCGAG------GATGTCGGTGAATTACGCGGCGGGGCTGTCGCCGTA   99 

Gallus_gal      37 ---GGGACGGGCCATGGCGGTGAATTACGCGGCCGGGCTCTCGCCCTA   81 

Danio_reri      87 ATCAGT------CATGTCGGTGAATTACGCCGCAGGACTGTCTCCATA  128 

Rattus_nor      29 --TGGT------GATGTCGGTGAATTATGCAGCAGGGTTGTCGCCATA   68 

Mus_muscul      17 --CGAC------GATGTCGGTGAATTATGCAGCAGGGTTGTCGCCTTA   56 

Drosophila       9 --C-------------------AACTACGCGGATGGATTGTCAGCCTA   35 

Homo_sapie      54 GTCGAG------GATGTCGGTGAATTACGCGGCGGGGCTGTCGCCGTA   95 

cons            97                       ** ** ** *  **  * **  * **  144 

Pan_troglo     100 CGCGGACAAGGGCAAGTGCGGCCTCCCGGAGATCTTCGACCCCCCGGA  147 

Gallus_gal      82 CTCGGATAAGGGCAAGTGCGGCCTCCCCGAGATTTTCGATCCACCTGA  129 

Danio_reri     129 CGCGGATAAAGGTATCTGCGGTCTGCCGGAGACATTCGACAGTCCTGA  176 

Rattus_nor      69 CGCGGATAAGGGCAAGTGCGGGCTGCCCGAGATATTCGACCCACCAGA  116 

Mus_muscul      57 CGCGGATAAGGGCAAGTGCGGGCTGCCCGAGATCTTCGACCCACCAGA  104 

Drosophila      36 CGACAACAAGGGAATTTTGGGAGCACCAGAGAGTTTCGACAGCGATGA   83 

Homo_sapie      96 CGCGGACAAGGGCAAGTGCGGCCTCCCGGAGATCTTCGACCCCCCGGA  143 

cons           145 *    * ** ** *  *  **    ** ****  *****       **  192 



Pan_troglo     148 GGAGCTGGAGCGGAAGGTGTG-GGAACTGGCGAGGCTGGTCTGGCAGT  194 

Gallus_gal     130 AGAGCTGGAGAGGAAGGTGTG-TGAGCTGGCAGACTTGATAAGGAGCT  176 

Danio_reri     177 GGAGCTGAAGACTAAAGTGGA-GACTCTGGCCCAGTGGATCAGAGAGT  223 

Rattus_nor     117 GGAGCTGGAATGCAAGGTGTG-GGAGCTGGCGCGGCTGATGTGGCAGT  163 

Mus_muscul     105 GGAGCTGGAACGCAAGGTGTG-GGAGCTGGCCCGGCTAATGTGGCAGT  151 

Drosophila      84 GGTTGTGGC-CGAAAAGTGCCAGGAATTGGCTGAATTGATCAAGAAAT  130 

Homo_sapie     144 GGAGCTGGAGCGGAAGGTGTG-GGAACTGGCGAGGCTGGTCTGGCAGT  190 

cons           193  *   **      ** ***        ****        *       *  240 

Pan_troglo     195 CTTCCA--ATGTGGTGTTCCACACGGGTGCCGGCATCAGCACTGCCTC  240 

Gallus_gal     177 CTTCCA--ATGTGGTGTTCCATACAGGGGCTGGCATCAGCACCGCCTC  222 

Danio_reri     224 CTC--AGTACATGGTGGTTCATTCAGGAGCTGGAATCAGTACGTCTAC  269 

Rattus_nor     164 CCTCCA--CTGTGGTTTTCCACACCGGCGCAGGCATCAGCACCGCCTC  209 

Mus_muscul     152 CCTCCA--GCGTGGTTTTCCACACGGGCGCCGGCATCAGCACCGCCTC  197 

Drosophila     131 CGGGAC--ACGTTGTCCTCCACACGGGAGCTGGGATCAGTACGTCTGC  176 

Homo_sapie     191 CTTCCA--GTGTGGTGTTCCACACGGGTGCCGGCATCAGCACTGCCTC  236 

cons           241 *          * **  * **  * ** ** ** ***** **  *  *  288 

Pan_troglo     241 TGGCATTCCCGACTTCAGGGGTCCCCACGGAGTCTGGACCATGGAGGA  288 

Gallus_gal     223 GGGGATTCCTGACTTCAGGGGGCCTAATGGTGTCTGGACTATGGAAGA  270 

Danio_reri     270 AGGCATACCCGACTTCAGAGGTCCTAATGGTGTGTGGACGATGGAAGA  317 

Rattus_nor     210 CGGCATCCCCGACTTCAGGGGCCCCCATGGCGTGTGGACCATGGAGGA  257 

Mus_muscul     198 TGGCATCCCCGACTTCAGAGGCCCCCATGGCGTGTGGACCATGGAGGA  245 

Drosophila     177 AGGAATTCCGGATTTCCGCGGACCCAAGGGCGTTTGGACCCTGGAGGA  224 

Homo_sapie     237 TGGCATCCCCGACTTCAGGGGTCCCCACGGAGTCTGGACCATGGAGGA  284 

cons           289  ** ** ** ** *** * ** **  * ** ** *****  **** **  336 

Pan_troglo     289 GCGAGGTCTGGCCCCCAAGTTCGACACCACCTTTGAGAGCGCGCGGCC  336 

Gallus_gal     271 GAAGGGGCTTTCCCCCAAATTTGACACCACCTTTGAGAACGCCAGGCC  318 

Danio_reri     318 GAGAGGGGAGACTCCACACTTTAACACCACGTTTGAGGACGCTCGACC  365 

Rattus_nor     258 ACGAGGCCTCGCCCCCAAGTTTGACATCACCTTTGAGAATGCCCGGCC  305 

Mus_muscul     246 ACGCGGCCTGGCCCCCAAGTTTGACACCACCTTCGAGAATGCTCGGCC  293 

Drosophila     225 GAAGGGCGAGAAGCCGGACTTCAATGTTTCCTTCGATGAAGCCAGACC  272 

Homo_sapie     285 GCGAGGTCTGGCCCCCAAGTTCGACACCACCTTTGAGAGCGCGCGGCC  332 

cons           337     **       **  * **  *     * ** **    **  * **  384 

Pan_troglo     337 CACGCAGACCCATATGGCGCTGGTGCAGCTG---GAGCGCGTGGGCCT  381 

Gallus_gal     319 CTCCAAGACTCACATGGCACTTCTGGGGCTG---CAGAGAGTTGGCAT  363 

Danio_reri     366 CAGCCTGACTCACATGGCTCTGCTGCAGATG---CAGAGGACAGGACA  410 

Rattus_nor     306 CTCGAAGACCCACATGGCCCTTGTTCAGCTG---GAACGCATGGGCTT  350 

Mus_muscul     294 CTCGAAGACCCACATGGCCCTGGTTCAGCTA---GAACGCATGGGCTT  338 

Drosophila     273 AACTAAAACCCACATGGCTATCATAGCCCTGATTGAAAG--TGG-CTA  317 

Homo_sapie     333 CACGCAGACCCACATGGCGCTGGTGCAGCTG---GAGCGCGTGGGCCT  377 

cons           385        ** ** *****  *  *     *     *  *    *      432 



Pan_troglo     382 CCTCCGCTTCCTGGTCAGCCAGAACGTGGACGGGCTCCATGTGCGCTC  429 

Gallus_gal     364 CCTGAAATTCCTGGTCAGCCAGAACGTGGATGGCCTTCATGTGCGCTC  411 

Danio_reri     411 CCTCAAATACCTCATCAGCCAAAACGTCGATGGCCTTCACGTACGCTC  458 

Rattus_nor     351 CCTCAGCTTCCTGGTCAGCCAGAATGTAGACGGGCTACATGTGCGCTC  398 

Mus_muscul     339 CCTCAGCTTCCTGGTCAGCCAGAACGTAGACGGGCTGCACGTGCGCTC  386 

Drosophila     318 TGTGCAGTACGTAATCTCACAGAATATTGATGGTCTCCACTTGAAATC  365 

Homo_sapie     378 CCTCCGCTTCCTGGTCAGCCAGAACGTGGACGGGCTCCATGTGCGCTC  425 

cons           433   *    * * *  **   ** **  * ** ** ** **  *    **  480 

Pan_troglo     430 AGGCTTCCCCAGGGACAAACTGGCAGAGCTTCACGGGAACATGTTTGT  477 

Gallus_gal     412 AGGATTCCCACGGGACAAGTTGGCTGAGCTCCACGGGAACATGTTTGT  459 

Danio_reri     459 TGGCTTCCCCAGGGATCGATTGTCGGAGCTGCATGGGAACATGTTTGT  506 

Rattus_nor     399 GGGCTTCCCCAGGGACAAGCTGGCCGAGCTGCACGGAAACATGTTTGT  446 

Mus_muscul     387 GGGCTTCCCCAGGGACAAGCTGGCAGAGCTGCACGGAAACATGTTTGT  434 

Drosophila     366 CGGACTGGATCGGAAGTATCTTTCCGAATTGCACGGCAACATTTACAT  413 

Homo_sapie     426 AGGCTTCCCCAGGGACAAACTGGCAGAGCTCCACGGGAACATGTTTGT  473 

cons           481  **  *     ** *     *  * **  * ** ** ***** *   *  528 

Pan_troglo     478 GGAAGAATGTGCCAAGTGTAAGAC-GCAGTACGTCCGGGACACAGTCG  524 

Gallus_gal     460 GGAGGAGTGCATGAAATGTGGCAA-GCAGTACGTGCGGGATGCTGTTG  506 

Danio_reri     507 TGAAGAATGTGAGAAGTGTGGCAA-GCAATACGTTCGGGACACGGTGG  553 

Rattus_nor     447 AGAGGAGTGCCCCAAGTGTAAGAC-GCAGTACGTGAGAGACACGGTCG  493 

Mus_muscul     435 AGAGGAATGTCCCAAGTGTAAGAC-GCAGTACGTCAGAGACACGGTTG  481 

Drosophila     414 CGAACAGTGTAAGAAATGCA-GACGGCAATTTGTGAGCCCATCTGCCG  460 

Homo_sapie     474 GGAAGAATGTGCCAAGTGTAAGAC-GCAGTACGTCCGAGACACAGTCG  520 

cons           529  **  * **    ** **    *  *** *  **  *     * *  *  576 

Pan_troglo     525 TGGGCACCATGGGCCTGAAGGCCACGGGCCGGCTCTGCACCGTGGCTA  572 

Gallus_gal     507 TGGGCAGCATGGGGTTGAAGCCAACGGGCAGGCTGTGCAGCGTCACCA  554 

Danio_reri     554 TCGGAGTGATGGGACTGAAGCCGACTGGAAGATACTGCGACGTCATGC  601 

Rattus_nor     494 TGGGTACCATGGGCCTCAAGGCCACTGGCCGGCTCTGCACCGTGGCCA  541 

Mus_muscul     482 TGGGCACCATGGGCCTCAAGGCCACAGGCCGGCTCTGCACCGTGGCCA  529 

Drosophila     461 TGGAAACAGTGGGTCAAAAATCC-CTG----------CAACGTG----  493 

Homo_sapie     521 TGGGCACCATGGGCCTGAAGGCCACGGGCCGGCTCTGCACCGTGGCTA  568 

cons           577 * *      ****    **  *  * *          *  ***       624 

Pan_troglo     573 AGGCAAGGGGGCTGCGAGCCTGCAGGGGAGAGCTGAGG----------  610 

Gallus_gal     555 AAGCACGAGGGCTACGGGCCTGCAGAGGGAAGCTAAGA----------  592 

Danio_reri     602 GCTCCAGAGGACTACGATCCTGCAGAGGGAAGCTGATC----------  639 

Rattus_nor     542 AGGCGAGGGGACTTCGGGCCTGTAGAGGGGAGCTGAGA----------  579 

Mus_muscul     530 AGACCAGGGGACTTCGGGCCTGTAGAGGGGAGCTGAGA----------  567 

Drosophila     494 ----------CCTGCAAGTCTTCAATGGATAGCAAAGGTCGTAGCTGT  531 

Homo_sapie     569 AGGCAAGGGGGCTGCGAGCCTGCAGGGGAGAGCTGAGG----------  606 

cons           625            ** *    **  *  **  ***  *              672 



Pan_troglo     611 ------------------GACACCATCCTCGACTGGGAGGACTCCCTG  640 

Gallus_gal     593 ------------------GACACTATTCTGGACTGGGAAGATTCCCTG  622 

Danio_reri     640 ------------------AGCTCTATATTGGACTGGGAGGACTCTCTG  669 

Rattus_nor     580 ------------------GACACCATTCTGGACTGGGAGGATGCGTTG  609 

Mus_muscul     568 ------------------GACACCATTCTGGACTGGGAGGACTCGTTG  597 

Drosophila     532 AGATCGGGAATCCTATACGATAACGTTCTGGACTGGGAGCACGATCTT  579 

Homo_sapie     607 ------------------GACACCATCCTAGACTGGGAGGACTCCCTG  636 

cons           673                          *  * ********  *     *   720 

Pan_troglo     641 CCCGACCGGGACCTGGCACTCGCCGATGAGGC-CAGCAGGAACGCCGA  687 

Gallus_gal     623 CCTGACCGTGACCTCACACTAGCAGATGAAGC-CTGCAGGAAAGCTGA  669 

Danio_reri     670 CCCGACAGAGACCTGAACAGAGCTGATGAGGC-GAGCAGGCGAGCTGA  716 

Rattus_nor     610 CCTGACCGGGACCTAACGCTCGCTGATGAGGC-CAGCAGGACTGCAGA  656 

Mus_muscul     598 CCTGACCGGGACCTGATGCTCGCTGATGAGGC-CAGCAGGACCGCAGA  644 

Drosophila     580 CCCGAAAACGACCTCGAAATGGGTG-TGATGCACTCCACCGTCGCTGA  626 

Homo_sapie     637 CCCGACCGGGACCTGGCACTCGCCGATGAGGC-CAGCAGGAACGCCGA  683 

cons           721 ** **    *****       *  * *** **    **     ** **  768 

Pan_troglo     688 CCTGTCCATCACGCTGGGTACATCGCTGCAGATCCGGCCCAGCGGGAA  735 

Gallus_gal     670 TCTCTCTGTTACACTGGGAACCTCTCTGCAGATCAAACCCAGTGGCAA  717 

Danio_reri     717 TCTGGCTTTGACACTGGGGACGTCTCTTCAGATTAAACCCAGCGGAGA  764 

Rattus_nor     657 CCTGTCTGTCACCCTGGGTACCTCACTGCAGATCCGCCCCAGCGGGAA  704 

Mus_muscul     645 CCTGTCTGTCACCCTGGGTACCTCGCTGCAGATCCGCCCCAGTGGGAA  692 

Drosophila     627 CCTAAATATTGCGCTTGGAACCACTTTGCAGATCGTTCCCAGCGGAGA  674 

Homo_sapie     684 CCTGTCCATCACGCTGGGTACATCGCTGCAGATCCGGCCCAGCGGGAA  731 

cons           769  **     *  * ** ** **  *  * *****    ***** **  *  816 

Pan_troglo     736 CCTGCCGCTGGCTACCAAGCGCCGGGGAGGCCGCCTGGTCATCGTCAA  783 

Gallus_gal     718 CCTCCCACTGATCACAAAGAAGAGAGGAGGGAAGCTGGTCATAGTCAA  765 

Danio_reri     765 TCTGCCTCTTCTAACCAAACGAACAGGAGGAAAACTGGTTATAGTTAA  812 

Rattus_nor     705 CCTGCCCCTTGCCACTAAGCGCCGCGGAGGCCGTCTGGTCATTGTCAA  752 

Mus_muscul     693 CCTGCCCCTTGCCACTAAGCGCCGAGGAGGCCGTCTGGTCATTGTCAA  740 

Drosophila     675 CCTTCCTTTAAAGAATCTAAAATGCGGTGGAAAATTTGTCATTTGTAA  722 

Homo_sapie     732 CCTGCCGCTGGCTACCAAGCGCCGGGGAGGCCGCCTGGTCATCGTCAA  779 

cons           817  ** **  *    *           ** **     * ** **    **  864 

Pan_troglo     784 CCTGCAGCCCACCAAGCACGACCGCCATGCTGACCTCCGCATCCATGG  831 

Gallus_gal     766 CCTACAAGCAACCAAGCACGACAGACAGGCCGACCTGCGCATTCATGC  813 

Danio_reri     813 CCTTCAGCCTACCAAACATGACAAACACGCTCACCTGCGTATATACGG  860 

Rattus_nor     753 CCTGCAACCCACAAAACATGACCGCCAGGCTGATCTGTGCATCCATGG  800 

Mus_muscul     741 CCTGCAACCCACAAAACATGACCGCCAGGCTGACCTGCGCATCCACGG  788 

Drosophila     723 TCTGCAGCCCACAAAACATGACAAAAAGGCTAACTTAATCATATCCAG  770 

Homo_sapie     780 CCTGCAGCCCACCAAGCACGACCGCCATGCTGACCTCCGCATCCATGG  827 

cons           865  ** **  * ** ** ** ***    * **  *  *    **        912 



Pan_troglo     832 CTACGTTGACGAGGTCATGACCCGGCTCATGAAGCACCTGGGGCTGGA  879 

Gallus_gal     814 TTACGTCGATGATGTCATGACAAAACTGTTGAAGCACCTGGGGCTGGA  861 

Danio_reri     861 TTACGTCGATGATGTCATGGGTCAGCTCATGAAGCTGCTGGGATTGGA  908 

Rattus_nor     801 CTACGTGGATGAGGTGATGTGCAAGCTCATGAAGCACCTGGGGCTGGA  848 

Mus_muscul     789 CTACGTGGATGAGGTGATGTGCAGACTCATGAAGCATCTGGGGCTGGA  836 

Drosophila     771 TTATGTGGATGTGGTTTTGTCCAAAGTTTGTAAACTATTGGGTGTTGA  818 

Homo_sapie     828 CTACGTTGACGAGGTCATGACCCGGCTCATGGAGCACCTGGGGCTGGA  875 

cons           913  ** ** ** *  **  **       *     * *   ****  * **  960 

Pan_troglo     880 GATCCCCGCCTGGGA-CGGCCCCCGTGTGCTGGAGAGGGCGCTGCCAC  926 

Gallus_gal     862 AGTCCCAGAGTGG-ACAGGGCCAGTGGTGGTGGAAAG-----TGCTGA  903 

Danio_reri     909 CGTTCCGGAGTGGGC-CGGGCC-------------AACCC--------  934 

Rattus_nor     849 GATCCCCACCTGGGA-TGGACCCCGAGTGCTAGAGAAAGCCCTGCCAC  895 

Mus_muscul     837 GATTCCAGCCTGGGA-TGGACCCTGCGTGCTAGACAAAGCCCTGCCAC  883 

Drosophila     819 GATACCC-----------------------------------------  825 

Homo_sapie     876 GATCCCCGCCTGGGA-CGGCCCCCGTGTGCTGGAGAGGGCGCTGCCAC  922 

cons           961   * **                                           1008 

Pan_troglo     927 CCCTGCCCCGCCCGCCCACCCCCAAG-----C-TGGAGCCCAAGGAGG  968 

Gallus_gal     904 CTCTGCCAAGCC------------------------------------  915 

Danio_reri     935 -TCTGCG----------------AAGACTCGGGTGGAGATCT-GGAC-  963 

Rattus_nor     896 CGCTGCCGCGCCC-----------------------------AGTAG-  913 

Mus_muscul     884 CTCTGCCTCGCCC-----------------------------AGTAG-  901 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie     923 CCCTGCCCCGCCCGCCCACCCCCAAG-----C-TGGAGCCCAAGGAGG  964 

cons          1009                                                  1056 

Pan_troglo     969 AATCTCCCACCCGGATCAACGGCTCTATCCCCGCCGGCCCCAAGCAGG 1016 

Gallus_gal     916 ------------------------------------------------  915 

Danio_reri     964 ATCCTGCCATACGGAGC-----CT-----------GG----AAGAAGG  991 

Rattus_nor     914 -------CAC-----CCAA-GGCT-----------------------G  925 

Mus_muscul     902 -------CAC-----TCAA-GGCT-----------------------G  913 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie     965 AATCTCCCACCCGGATCAACGGCTCTATCCCCGCCGGCCCCAAGCAGG 1012 

cons          1057                                                  1104 

Pan_troglo    1017 AGCCCTGCGCCCAGCACAACGGCTCAGAGCCC---------GCCAGCC 1055 

Gallus_gal     916 ------------------------------------------------  915 

Danio_reri     992 AAG---------------------------------------------  994 

Rattus_nor     926 AGCCCCCTGTGCATCTCAATGGTTC-----CT---------ATAAGCC  959 

Mus_muscul     914 AGCCCCCCGTGCATCTCAATGGTGCAGT--GCATGTTTCGTATAAGTC  959 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1013 AGCCCTGCGCCCAGCACAACGGCTCAGAGCCC---------GCCAGCC 1051 

cons          1105                                                  1152 



Pan_troglo    1056 CCAAACGGGAGCGGCCCACCAGCCCTGCCCCCCACAGACCCCCCAAAA 1103 

Gallus_gal     916 ------------------------------------------------  915 

Danio_reri     995 ------------------------------------------------  994 

Rattus_nor     960 C-AA---------GCCCGACAGCCCTGTACCCCACAGGCCTCCCAAAA  997 

Mus_muscul     960 C-AA---------GCCCAACAGCCCTATACTCCACAGGCCCCCCAAAA  997 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1052 CCAAACGGGAGCGGCCCACCAGCCCTGCCCCCCACAGACCCCCCAAAA 1099 

cons          1153                                                  1200 

Pan_troglo    1104 GGGT-----------------GAAGGCCGAGGCGGTCCCCAGCTGACC 1134 

Gallus_gal     916 ---TGAACAGCTCTACACATTTAAGCCCGAGGCT-----CA-------  948 

Danio_reri     995 ---T-----------------GAAGATCG------------------- 1003 

Rattus_nor     998 GAGT-----------------GAAGACAGAGGCTGCCGCCAGCTGACC 1028 

Mus_muscul     998 GAGT-----------------GAAGACCGAGGCTGCCCCCAGCTGACC 1028 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1100 GGGT-----------------GAAGGCCAAGGCGGTCCCCAGCTGACC 1130 

cons          1201                                                  1248 

Pan_troglo    1135 AG-GGTGCTTGGGGAGGG--TG--GGGCTTTTTGTAGAAAC------T 1171 

Gallus_gal     949 CGGGTTGC-----------------------TCAAGGA----------  963 

Danio_reri    1004 --------------------------------------AGC------T 1007 

Rattus_nor    1029 CG-AGTGTGTGGGGCGGGACTG--GTG---CTTGAAGAAACCACACAT 1070 

Mus_muscul    1029 CG-GGTATGTGGGGCGGG--AGGGGAA---CTTGAAGGAACCACACAT 1070 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1131 AG-GGTGCTTGGGGAGGG--TG--GGGCTTTTTGTAGAAAC------T 1167 

cons          1249                                                  1296 

Pan_troglo    1172 GTGGATTCTTTTTCTCTCGTGGTC--------------TCACTTTG-- 1203 

Gallus_gal     964 --------------------GG--------------------------  965 

Danio_reri    1008 GA---------AGA---------------------------------- 1012 

Rattus_nor    1071 GTT---------------GGGGGT--------------TC--TTTG-- 1085 

Mus_muscul    1071 GTT---------------GAGGTTTTTGTTTGTTTGTTTG--TTTGTT 1101 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1168 GTGGATTCTTTTTCTCTCGTGGTC--------------TCACTTTG-- 1199 

cons          1297                                                  1344 

Pan_troglo    1204 --TTACTTGTTTCTGTCCCCGGGA----GCCTCAGG------------ 1233 

Gallus_gal     966 ------------------------------------------------  965 

Danio_reri    1013 ---------------TCGAGGAGAGTAA---TC--------ACA---- 1030 

Rattus_nor    1086 --TTTTTTAT----ATCCTGGGGACTAAACC-CAGGTTTGCATATCCC 1126 

Mus_muscul    1102 TGTTTTTTAT----ATTCTGGGGACTGAGCC-CAGGTTTGCATATCTC 1144 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1200 --TTACTTGTTTCTGTCCCCGGGA----GCCTCAGG------------ 1229 

cons          1345                                                  1392 



Pan_troglo    1234 ---------GC-TCT---GAGAG------------------------- 1243 

Gallus_gal     966 -------------------AGCC-------------------------  969 

Danio_reri    1031 ---------CCGTCT---CAAAGAA----------------------- 1043 

Rattus_nor    1127 ACACCCCGGCC-TCTTTTCAGATTT-----------TCCT------TT 1156 

Mus_muscul    1145 AC--CCTGGTG-TCTTTTCAGATTTTTTTTTTTTTTTTTTTTTTTTTT 1189 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1230 ---------GC-TCT---GAGAG------------------------- 1239 

cons          1393                                                  1440 

Pan_troglo    1244 -----CTGT------------GCTC---CAGGCCAGG-GGTTACACCT 1270 

Gallus_gal     970 -----CTTT------------TC-C---CAGCACAAT-GGA-ACAGCT  994 

Danio_reri    1044 ---AC----------------GC----------AAGA-GGAAAGAGCA 1061 

Rattus_nor    1157 GAGACCAGGGTTCCCTAAATCTCTCAGGCTGGCCTGGAACTCACTACT 1204 

Mus_muscul    1190 GAGACCAGGACTCCCTAGATCGCTCAGGCTGGTCTGGAACTCACTGCT 1237 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1240 -----CTGT------------GCTC---CAGGCCAGG-GGTTACACCT 1266 

cons          1441                                                  1488 

Pan_troglo    1271 G---CCCTC-----CGTGGTCCCT-CCCTGGGCTC---CAGGGGCCTC 1306 

Gallus_gal     995 G---GGCA-------GTGCCCCGA-CCTTGGGA-C---CACG-----C 1022 

Danio_reri    1062 ---GCACGC-----TGAGGA----G-----GGCTA---CAAGAA---- 1085 

Rattus_nor    1205 GTAGCCCAGGCTGGCCTGGAGCTAGCCCTGC-CCACCTCAG---CCTC 1248 

Mus_muscul    1238 ATAGCCCAGGCTGGCCTGGAACTAG-CCTGC-CTGCCTCAG---CCTC 1280 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1267 G---CCCTC-----CGTGGTCCCT-CCCTGGGCTC---CAGGGGCCTC 1302 

cons          1489                                                  1536 

Pan_troglo    1307 TGGTGCGGTTCCGG--GAAGAAGC-CAC--ACCC-C--AG-------- 1338 

Gallus_gal    1023 TGGTG---------------GAGC------A--CC------------- 1034 

Danio_reri    1086 TGGTG---TTAAAGTAGAAGAAGA-GAT--GAAAGAAGAGGG-AAAGG 1126 

Rattus_nor    1249 CACTGTAG--CAGG--GATGGCGGGCAG--ACACCC--AGTGTTCAGC 1288 

Mus_muscul    1281 TACTGTAG--TAGG--GACAGCGGGCAGGTACACC---A-TGTCCAAC 1320 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1303 TGGTGCGGTTCCGG--GAAGAAGC-CAC--ACCC-C--AG-------- 1334 

cons          1537                                                  1584 

Pan_troglo    1339 -----------------AGGTGACAG-CT---------GAGCCCC-TG 1358 

Gallus_gal    1035 -------------------GTGACAGTCTGAAGCAGGAG-------TG 1056 

Danio_reri    1127 AAAGTGACTCTCA-CGTA-----C--ACACAC---------ACACTTG 1157 

Rattus_nor    1289 ACAGTTCC----TTCCGAG-TCTCA--CT---------GTGTCCCTTG 1320 

Mus_muscul    1321 ACAGCTCCTTTCTTCAAAG-TCTCA--CT---------GTGTCCCTTG 1356 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1335 -----------------AGGTGACAG-CT---------GAGCCCC-TG 1354 

cons          1585                                                  1632 



Pan_troglo    1359 CCACACC----CCAGC--CTCT-GA--CTTGC-TGTGTTGTCC-GGAG 1395 

Gallus_gal    1057 TCCCAGT----CCAGA--CAC---A--GG-ACCA--------CCAC-- 1082 

Danio_reri    1158 AACAGA-CC----------TCTTCATAGA-GCT---GGAACAC-A--- 1186 

Rattus_nor    1321 TCCGGGTCCTTCTGAGGAATCT-CA--GG-GCAAGGGGAGTCCCACGC 1364 

Mus_muscul    1357 TCCAGGTCCTTCCAGGGAATCT-CA--GG-GCATGGGGAATCCCACAC 1400 

Drosophila     826 ------------------------------------------------  825 

Homo_sapie    1355 CCACACC----CCAGC--CTCT-GA--CTTGC-TGTGTTGTCC-AGAG 1391 

cons          1633                                                  1680 

Pan_troglo    1396 GTG------AGGCT---G---GGCCCTCCCTGGTCTCCA---GCTTAA 1428 

Gallus_gal    1083 -TGACAAAGAAGATGAAGGTAGA-------------------GCCTCT 1110 

Danio_reri    1187 ------AAGACAC----------------------------------- 1193 

Rattus_nor    1365 ATGAGGAAGAGGCT---G---TG---CCCTGAGGATGCACGTGCCTCT 1403 

Mus_muscul    1401 ATGTGGAAGAGGCC---G---TG---TCCCAGGGATCCACGTGCCTCT 1439 

Drosophila     826 --G---------------------------------------------  826 

Homo_sapie    1392 GTG------AGGCT---G---GGCCCTCCCTGGTCTCCA---GCTTAA 1424 

cons          1681                                                  1728 

Pan_troglo    1429 A--CAGGAGTGA-A------------CTCCCTCTGTCCCCAG------ 1455 

Gallus_gal    1111 CCTCACC--TG--------------ACCCAGACTGTTCCCTGTCTGAT 1142 

Danio_reri    1194 ---------TGA-ACCCCA-----GACTCACTGTTTCCACTG------ 1220 

Rattus_nor    1404 C--CACCAATCACACCCCACTCACCACTCAGGATGTGCCTGG------ 1443 

Mus_muscul    1440 C--TACCAATCACACCC-GCTCGTGACTCAGGATGTGCCCGG------ 1478 

Drosophila     827 -------AAT---A---------------------TTCGGAG------  837 

Homo_sapie    1425 A--CAGGAGTGA-A------------CTCCCTCTGTCCCCAG------ 1451 

cons          1729          *                         * *   *       1776 

Pan_troglo    1456 ---GGC------CTCCCT---------------------T--C----- 1466 

Gallus_gal    1143 TAGA--------------CACT-----------------TGTC----- 1154 

Danio_reri    1221 ---TGTTT------------------ACATTATAACGCCTGTCAGATG 1247 

Rattus_nor    1444 ---AGCGGCAG-CT-ACACACTCCACACACCAC------TG-C----- 1474 

Mus_muscul    1479 ---AGCAGCAGTCTCACACACTCCACACACCAT------TG-C----- 1511 

Drosophila     838 ---G-CT------TCCGA---------------------T--C-----  847 

Homo_sapie    1452 ---GGC------CTCCCT---------------------T--C----- 1462 

cons          1777                                        *  *      1824 

Pan_troglo    1467 -------TGGGCCCCCTA------------------------------ 1477 

Gallus_gal    1155 -------TGTGCCACTTT----------------------T------- 1166 

Danio_reri    1248 CTGAATTTGTGCAAG-TACA-------CCGAGT-AGGAGGAGGAAGTG 1286 

Rattus_nor    1475 -------TG--CCCCCTGCACTCA------------CCCCTGGCCCT- 1500 

Mus_muscul    1512 -------TG--CCCCCTGCACGCATCTCCCCCCCATCCCCTGGCCCT- 1549 

Drosophila     848 ---------------CTA------------------------------  850 

Homo_sapie    1463 -------TGGGCCCCCTA------------------------------ 1473 

cons          1825                 *                                1872 



Pan_troglo    1478 ------CAGCC-C-ACCCT--A--CCCCTCC-TCC----A-------- 1500 

Gallus_gal    1167 -----------C------------------------------------ 1167 

Danio_reri    1287 ATGTCATAGGGCC-ACGAGTGTAAGTTAGCTGAGCTTTTAGGTT--GC 1331 

Rattus_nor    1501 --GACACAGAGCC-ACCAAGGA--CCCATCTATGC----AT-AGGAGA 1538 

Mus_muscul    1550 --GACACAGAGCC-ACCAAG---------------------------- 1566 

Drosophila     851 ------CAAAGCAGTCC----------------------A--------  862 

Homo_sapie    1474 ------CAGCC-C-ACCCT--A--CCCCTCC-TCC----A-------- 1496 

cons          1873                                                  1920 

Pan_troglo    1501 ----TG-----GGCCCTGCAGGAGGGGAGACCCACCT-TGAAATGGG- 1537 

Gallus_gal    1168 --------------CT-------------ACCAACTT-TTTTTTTT-- 1185 

Danio_reri    1332 CACTTG-----ACCTCTGCAGTT------A----T-TGT--------- 1354 

Rattus_nor    1539 GACAAG-----GGCCCACCAGGC------ACCCATCTGTGCTAAGGGC 1575 

Mus_muscul    1567 -----------GGCCCACCAGGC------ACCCATCTGTGCTAAGGGC 1597 

Drosophila     863 ----AGCCAATGG------AGTGGACAATACCCACAAG--CAATG---  895 

Homo_sapie    1497 ----TG-----GGCCCTGCAGGAGGGGAGACCCACCT-TGAAGTGGG- 1533 

cons          1921                              *                   1968 

Pan_troglo    1538 ----GGATCAGTAGAGG-----------CTTG-CAC-TGCCT--TTGG 1566 

Gallus_gal    1186 ------AT--ATATATCCTTAAA-----CTTT-GTC-T--CT--TT-- 1212 

Danio_reri    1355 ----GGATGG--AGA---TGAATCGTGGTTTTGTAC-TGTCAAGTTTA 1392 

Rattus_nor    1576 CCCAGGCTTCC-AGAAG-----------CTCC-CAA-TGCAA--TAA- 1606 

Mus_muscul    1598 CCCAGGCTCCC-AGAAG-----------CTCC-CAA-TGCAA--TAA- 1628 

Drosophila     896 -------TAAATAC--------------CTTT-CACAGACAA--TA--  917 

Homo_sapie    1534 ----GGATCAGTAGAGG-----------CTTG-CAC-TGCCT--TTGG 1562 

cons          1969        *    *                *              *    2016 

Pan_troglo    1567 GGCTGGAGGGAG-ACGTG-GGTCCAC------CAGGCTTCTGGAAAAG 1606 

Gallus_gal    1213 ---TTTA----T-GT-AAGTATTAAATA------TACTT--GAATCAT 1243 

Danio_reri    1393 TTCTA--------------ACTTCAATTAAATCAGGTTTGCAAAAAAA 1426 

Rattus_nor    1607 ----------A-----AA-AATTCATTT----CATTCATTTAAAAAAA 1634 

Mus_muscul    1629 ----------AT-AC-AA-AATCCCTTC----CATTCTTTTAAAAAAA 1659 

Drosophila     918 ---TAA----AAAG--TA-TGTTTATTT----TA----TTTATTA---  944 

Homo_sapie    1563 GGCTGGAGGGAG-ACGTG-GGTCCAC------CAGGCTTCTGGAAAAG 1602 

cons          2017                      *                *          2064 

Pan_troglo    1607 TCCTCAATGCAATAAAAACAATTTCCTTCTTGC--A 1640 

Gallus_gal    1244 G----TAAAAAAAAAAAAAAA--------------A 1261 

Danio_reri    1427 AAAAAAAAAAAAAAAAAAAAA--------------A 1448 

Rattus_nor    1635 AAAAAAAAAAAAAAAAAAA-A-------------AA 1656 

Mus_muscul    1660 AAAAAAAAAAAAAAAAAAAAA-------------AA 1682 

Drosophila     945 -------TTTATTAT---GA----------------  954 

Homo_sapie    1603 TCCTCAATGCAATAAAAACAATTTCTTTCTTGCAAA 1638 

cons          2065           *  *                       2100 


