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Homo_sapie   :  80

Pan_troglo   :  80

Mus_muscul   :  80

Danio_reri   :  68

Gallus_gal   :  76

Rattus_nor   :  80

Drosophila   :  68

cons         :  76

Homo_sapie       1 MSVNYAAGLSPYADKGKCGLPEIFDPPEELERKVWELARLVWQSSSVV   48 

Pan_troglo       1 MSVNYAAGLSPYADKGKCGLPEIFDPPEELERKVWELARLVWQSSNVV   48 

Mus_muscul       1 MSVNYAAGLSPYADKGKCGLPEIFDPPEELERKVWELARLMWQSSSVV   48 

Danio_reri       1 MSVNYAAGLSPYADKGICGLPETFDSPEELKTKVETLAQWIRESQYMV   48 

Gallus_gal       1 MAVNYAAGLSPYSDKGKCGLPEIFDPPEELERKVCELADLIRSSSNVV   48 

Rattus_nor       1 MSVNYAAGLSPYADKGKCGLPEIFDPPEELECKVWELARLMWQSSTVV   48 

Drosophila       1 MSCNYADGLSAYDNKGILGAPESFDSDEVVAEKCQELAELIKKSGHVV   48 

cons             1 *: *** ***.* :**  * ** **. * :  *   **  : .*  :*   48 

Homo_sapie      49 FHTGAGISTASGIPDFRGPHGVWTMEERGLAPKFDTTFESARPTQTHM   96 

Pan_troglo      49 FHTGAGISTASGIPDFRGPHGVWTMEERGLAPKFDTTFESARPTQTHM   96 

Mus_muscul      49 FHTGAGISTASGIPDFRGPHGVWTMEERGLAPKFDTTFENARPSKTHM   96 

Danio_reri      49 VHSGAGISTSTGIPDFRGPNGVWTMEERGETPHFNTTFEDARPSLTHM   96 

Gallus_gal      49 FHTGAGISTASGIPDFRGPNGVWTMEEKGLSPKFDTTFENARPSKTHM   96 

Rattus_nor      49 FHTGAGISTASGIPDFRGPHGVWTMEERGLAPKFDITFENARPSKTHM   96 

Drosophila      49 LHTGAGISTSAGIPDFRGPKGVWTLEEKGEKPDFNVSFDEARPTKTHM   96 

cons            49 .*:******::********:****:**:*  *.*: :*:.***: ***   96 

Homo_sapie      97 ALVQLERVGLLRFLVSQNVDGLHVRSGFPRDKLAELHGNMFVEECAKC  144 

Pan_troglo      97 ALVQLERVGLLRFLVSQNVDGLHVRSGFPRDKLAELHGNMFVEECAKC  144 

Mus_muscul      97 ALVQLERMGFLSFLVSQNVDGLHVRSGFPRDKLAELHGNMFVEECPKC  144 

Danio_reri      97 ALLQMQRTGHLKYLISQNVDGLHVRSGFPRDRLSELHGNMFVEECEKC  144 

Gallus_gal      97 ALLGLQRVGILKFLVSQNVDGLHVRSGFPRDKLAELHGNMFVEECMKC  144 

Rattus_nor      97 ALVQLERMGFLSFLVSQNVDGLHVRSGFPRDKLAELHGNMFVEECPKC  144 

Drosophila      97 AIIALIESGYVQYVISQNIDGLHLKSGLDRKYLSELHGNIYIEQCKKC  144 

cons            97 *:: : . * : :::***:****::**: *. *:*****:::*:* **  144 

Homo_sapie     145 KTQYVRDTVVGTMGLKATGRLCTVAKARGLRACR-GELRDTILDWEDS  191 

Pan_troglo     145 KTQYVRDTVVGTMGLKATGRLCTVAKARGLRACR-GELRDTILDWEDS  191 

Mus_muscul     145 KTQYVRDTVVGTMGLKATGRLCTVAKTRGLRACR-GELRDTILDWEDS  191 

Danio_reri     145 GKQYVRDTVVGVMGLKPTGRYCDVMRSRGLRSCR-GKLISSILDWEDS  191 

Gallus_gal     145 GKQYVRDAVVGSMGLKPTGRLCSVTKARGLRACR-GKLRDTILDWEDS  191 

Rattus_nor     145 KTQYVRDTVVGTMGLKATGRLCTVAKARGLRACR-GELRDTILDWEDA  191 

Drosophila     145 RRQFVSPSAVETVGQKSLQRACKSSMDSKGRSCRSGILYDNVLDWEHD  192 

cons           145   *:*  :.*  :* *.  * *        *:** * * ..:****.   192 



Homo_sapie     192 LPDRDLALADEASRNADLSITLGTSLQIRPSGNLPLATKRRGGRLVIV  239 

Pan_troglo     192 LPDRDLALADEASRNADLSITLGTSLQIRPSGNLPLATKRRGGRLVIV  239 

Mus_muscul     192 LPDRDLMLADEASRTADLSVTLGTSLQIRPSGNLPLATKRRGGRLVIV  239 

Danio_reri     192 LPDRDLNRADEASRRADLALTLGTSLQIKPSGDLPLLTKRTGGKLVIV  239 

Gallus_gal     192 LPDRDLTLADEACRKADLSVTLGTSLQIKPSGNLPLITKKRGGKLVIV  239 

Rattus_nor     192 LPDRDLTLADEASRTADLSVTLGTSLQIRPSGNLPLATKRRGGRLVIV  239 

Drosophila     193 LPENDLEMGVMHSTVADLNIALGTTLQIVPSGDLPLKNLKCGGKFVIC  240 

cons           193 **:.**  .   .  *** ::***:*** ***:*** . : **::**   240 

Homo_sapie     240 NLQPTKHDRHADLRIHGYVDEVMTRLMEHLGLEIPAWDGPRVLERALP  287 

Pan_troglo     240 NLQPTKHDRHADLRIHGYVDEVMTRLMKHLGLEIPAWDGPRVLERALP  287 

Mus_muscul     240 NLQPTKHDRQADLRIHGYVDEVMCRLMKHLGLEIPAWDGPCVLDKALP  287 

Danio_reri     240 NLQPTKHDKHAHLRIYGYVDDVMGQLMKLLGLDVPEWAGPTLCEDSGG  287 

Gallus_gal     240 NLQATKHDRQADLRIHAYVDDVMTKLLKHLGLEVPEWTGPVVVESADS  287 

Rattus_nor     240 NLQPTKHDRQADLCIHGYVDEVMCKLMKHLGLEIPTWDGPRVLEKALP  287 

Drosophila     241 NLQPTKHDKKANLIISSYVDVVLSKVCKLLGVEIPEYSEAS-------  281 

cons           241 ***.****::*.* * .*** *: :: : **:::* :  .          288 

Homo_sapie     288 PLPRPPTPKLEPKEESPTRINGSIPAGPKQEPCAQHNGSE--PASP--  331 

Pan_troglo     288 PLPRPPTPKLEPKEESPTRINGSIPAGPKQEPCAQHNGSE--PASP--  331 

Mus_muscul     288 PLPRPVALKAEP----PVHLNGAVHVSY--------------------  311 

Danio_reri     288 DLDILPYGAWKKEVKIELKIEESNHTVSKKRKRKEQHAEEGYKNGV--  333 

Gallus_gal     288 AKPEQL-YTFKPEA----H--GLL----KEEPFSQHNGTA--GQCPDL  322 

Rattus_nor     288 PLPRPVAPKAEP----PVHLNGSYK-----------------------  308 

Drosophila     282 ------------------------------DPTKQSKPME--WTIP--  295 

cons           289                                                   336 

Homo_sapie     332 -----------KRERPTSPAPHRPPKRVKAKAVPS  355 

Pan_troglo     332 -----------KRERPTSPAPHRPPKRVKAEAVPS  355 

Mus_muscul     312 -----------K-SKPNSPILHRPPKRVKTEAAPS  334 

Danio_reri     334 -----------KVEEEMKEEGKESDSHVHTH---T  354 

Gallus_gal     323 GTTLVEHRDSLKQECPSPDTGPPLTKKMKVEPLLT  357 

Rattus_nor     309 -------------PKPDSPVPHRPPKRVKTEAAAS  330 

Drosophila     296 -----------TSNVNTFHRQYK--KYVYFIYYLL  317 

cons           337                          . :         371 


